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Hello MV Shipyard and Prime Marina, 

The analysis of you source tracking sample is completed for location Mud Creek (LP6). 

Genetic biomarker Marker Quantification 
Fecal Coliform 51.2 cfu 
Human DNQ 
Bird 1.47E+04 
Dog 1.79E+03 

Genetic markers are reported as number of DNA copies of targeted gene biomarkers per 100mL 

Sample site selection:  Of the prior sample analyses (4) for fecal coliform, site LP6 had exhibited an 
elevated and consistent presence of fecal contamination that deemed it an ideal location for source 
tracking analysis.  The sample was collected on September 3,2002, following a rain event. The analysis of 
fecal coliform present within the sample are roughly only 10% of the average presence over samples 
collected over the summer season (avg=518.75cfu).   

The analysis of human fecal biomarker is noted as DNQ or Detected Not Quantified. In samples classified 
as DNQ, the host-associated fecal biomarker is detected but in quantities below the limit of quantification. 
So, there is a presence of waste from humans, however the amount is so low that it cannot be accurately 
quantified.    

The analysis of bird fecal biomarker is noted 14,700 DNA copies detected.  This shows that there is a 
definitive presence of waste from an avian source.  This amount is 29.4 times greater than the lowest level 
of detection.  This biomarker had the greatest presence of any other detected within the analysis. 

The analysis of dog fecal biomarker is noted 1,790 DNA copies detected.  This shows that there is a 
definitive presence of waste from a canine source.  This amount is only 3.6 times greater than the lowest 
level of detection.  While definitively present, this biomarker makes up only a small percentage of fecal 
contamination source within the sample analyzed 

Based upon the source tracking results of this individual sample, it can be inferred that bacterial 
contamination (fecal) is largely caused by an avian source.  However, it is important to note that the 
presence (or absence) of these biomarkers does not definitively indicate the contributor of the continual 
fecal pollution, but only the contributor(s) at the time the sample was collected.   
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